WUPyV and KIPyV were found in plasma (3.6 %; 7/195), urine (14 %; 7/50) and respiratory 23 samples (10 %; 9/90) of renal transplant patients, but not in plasma (0/200) and urine (0/36) 24 specimens from healthy blood donors. WUPyV and KIPyV were detected mainly early after 25 renal transplantation and the viral loads were low.
WUPyV and KIPyV were found in plasma (3.6 %; 7/195), urine (14 %; 7/50) and respiratory 23 samples (10 %; 9/90) of renal transplant patients, but not in plasma (0/200) and urine (0/36) 24 specimens from healthy blood donors. WUPyV and KIPyV were detected mainly early after 25 renal transplantation and the viral loads were low. A higher prevalence of WUPyV was found 26 in plasma and urine samples, KIPyV was found more frequently in respiratory samples from 27 renal transplant patients. It is hypothesized that immunosuppression due to the transplantation 28 may result in reactivation of these viruses or may establish greater susceptibility to infection 29 with KIPyV and WUPyV. sensitivity of this nested-PCR was <100 genome equivalent/mL (GEq/mL). Since this PCR 78 method amplifies both WUPyV and KIPyV DNA and does not differentiate between them, 79 the PCR products were sequenced by using the ABI PRISM 3100 Genetic Analyzer (Applied 80 Biosystems). At the same time, real-time PCR for WUPyV and also for KIPyV was 81 performed with primers and probes described previously [Lindau et GEq/mL plasma) and six samples were WUPyV DNA positive by sequencing. The viral loads 99 of four samples were < 250 GEq/mL, and two samples had 5 X 10 2 and 1.1 X 10 3 GEq / mL 100 plasma. PCR positive samples were collected significantly earlier after transplantation then 101 the negative samples (p=0.001) ( Table 2. ). In the case of two patients whose urine samples 102
were WUPyV DNA positive (28.6 %), WUPyV viremia was also detected. 103
Prevalence of WUPyV and KIPyV by PCR in respiratory samples. Nine (10 %) of 90 104 respiratory samples were WUKI PCR positive (Table 1. ). Six samples were KIPyV DNA 105 positive (66.7 %) with viral loads ranging from 2.8 X10 2 to 3.7 X 10 5 GEq/mL (median 4.2 X 106 10 4 ; in two samples the viral load was below the limit of detection). Only one out of the three 107
WUPyV positive samples had detectable viral load of 6.3 X 10 2 GEq/mL. Statistical analysis 108 revealed that the PCR positive samples were collected significantly earlier after 109 transplantation then the PCR negative samples (p=0.002; Table 2 
